*H£ #.1- as — — 

'■.*ns- -is: -vv mRNA sequence. 

^ACCESSION A2978199 
^;^SoH - AI978199.1 GI-.5791407 
^.■^KEIWORDS-ji. EST. 
IfesCfORCB. zea mays. 

^.ORGANISM Zea mays Embrvophyta; Tracheophyta ; Spermatophyta; 

^S^^^^ Si POJCeaei PACCclade; Panlcoideae 
?^3i»-i-:',-^?t<-. .•:;:■> Andropogoneae; Zea. 
SiiiffiFEREHCB ' • 1 . (bases 1 to 442) 

i^'t^fflKSfwi. from various cdna libraries sequenced at Stanford 

r-Ji -r.-nrnverslty 
•v? JOOTHM. Unpublished < 1999 ) 

sciences 

^ -|«nf^ fS lverslty ^ ^ CA 94304( USA 

^.5*T5S: IIS 551 SX ' 

" ... «V i Email: valbot3stanford.edu 

■ Plate: 614041 row: D column: 10. 

. - i FEATURES location/Qualifiers 

8 ° UrCe ;v, /organism-'Zea mays* 

/cultivar--W23" 

' 1 ' " ^ru;--6°l" -"root CDNA library from Walbot Lab" 

<a, /tissue_type-"root" 
■■■'^ /dev_stage-"3-4 days old" 

/iab_host-"XLOLR" oBlueScriptll SK+; SiteJL: 

' '.: ' ' >.'. ! . ^Tt^:«; V ^^^ tissue, fro. Walbot 

;^BASE COONT • 126 a 107 C 93 g 116 t | 
V;<- ORICIH 



ouerv Match .99.5%; • Score 331.4; DB 104; Length 442; 

»l2Safsi-Uarity 99.7%; Pred Ho 5e ; 85; ^ 
Matches 332; Conservative 0; Mismatches l, inaej. B 

0y 1 tgataatcttgtccatccttggaaacgagggtccacttggg^^ 60 

I 400 fecU^^^ 

0y 61 cclgcttcttctggattgctcctcttggagc^ «* 

q v 181 gaaagcagtgatcaaccatgcaacttttttattttatttttgggtccatgttgcagagaa 240 

I 220 lUiliiliJl^^ 161 
oy 241 gcaacagaacatctgcctttttttgatattgggaattacattcccgtogggccttgagat 300 

I 160 IcUcfc^^ 

Oy 3« ^t^^^J-^'» 

Db 100 GGCTGTATAGTATACATTACATGAGAAAAGTGC 68 




^?lbCTO^Ii^ - ; - 02rFEB-2000 , : . 

r DEPIHITION 606d31E07Vitl ;606 -TEar ; tissue cDNA library from Schmidt lab 

mays cDNA, mRNA sequence. .Z-'l.t^-''"' 
AI734448 

GI: 5055561 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
COMMENT 



AI734448.1 

EST . 

Zea mays, 
tea mays 

Eukaryota; Viridiplantae; Embryophy ta ; Tracheophyta; Spermatophyta; 
Magnol iophy ta ; L1X lops Ida ; Poales ; Poaceae ; PACC clade ; Pan icoideae 
; Andropogoneae; Zea. 

1 (bases 1 to 582) * 
Walbot,V. 

Maize ESTs from various cDNA libraries sequenced at Stanford 
University 
Unpublished (1999) 
Contact: Walbot V 
Department of Biological Sciences 
Stanford University 

855 California Ave, Palo Alto, CA 94 304, USA 
Tel: 650 723 2227 
Fax: 650 725 8221 
Email: walbot6stanford.edu 
Plate: 606031 row: E column: 07. 
FEATURES Location/Qualifiers 

source 1 . .582 , k . 

/organ ism- "Zea mays" 

/cultivar-"Ohio43" 

/db_xref- "taxon : 4577 " 

/clone_lib-"606 - Ear tissue cDNA library from Schmidt 
lab" 

/tissue_type- "mixed" 

/dev_stage-"ear length from 0.5 cm - 2.0 cm* 
/lab_host-"XLOLR (Stratagene)" 

/note-"Organ : immature ear; Vector: pBK-CMV; Slte_l: EcoRI 
; Site_2: Xhol; Mixed ear tissue cDNA library from Schmidt 
lab" 

BASE COUNT 158 a 131 c 122 g 170 t 1 others 

ORIGIN 



Wed May 9 10:01:21 2001 



us-09-619-64 3-5.rst 



Query Match 99.0%, 
Best Local Similarity 99.4%, 
Matches 331; Conservative 



Score 329.8; DB 24; 
Pred. No. 1.5e-84; 
0; Mismatches 2; 



Length 582; 
I ride Is 0; 



Gaps 



Qy 

Db 

Qy 



Db 



Qy 

Db 

Qy 



Db. 



Qy 

Db 
Qy 



Db 



1 tgataatcttgtccatccttggaaacgagggtcpkcttgggctctttaagggcgcgatcc 



60 



II Ml II II I III II III III II II Ml II II MljM II Ml II II II I IN Ml III II _ 
487 TGATAATCTTGTCCATCCTTGGAAACGAGGGTCCpCTTGGGCTCTTTAAGGGCGCGATCC 428 

61 cMgcttcttctggattgctcctcttggagcaatgaac 120 
11? || || III Mlllllll II II III II II U II I II HIM M II H I 'III III II II ca 
427 CCCGCTTCTTCTGGATTGCTCCTCTTGGAGCAATGAACTTTGCAGGCTATGAGCTTGCCA 368 

121 agaaggcaatgataaaagatgagaaaaattccagtgagtcaacacgagagatcttgccaa 180 

IIHIIIIHIIIIIIIIHIIIIIMII IMIIllllllllMllllllll 

367 AGAAGGCAATGATAAAAGATGAGAAAAATTCCAGTGAGTCAACACGAGAGATCTTGCCAA 308 

181 gaaagcagtgatcaaccatgcaacttttttattttatttttgggtccatgttgcagagaa 240 

Ml lillllMlllllllSMIIlMIMIII IIMtll Ml IN liMM MMIMI 
307 GAAAGCAGTGATCAACCATGCAACTTTTTTATTTTATTTTTGGGTCCATGTTGCAGAGAA 24 8 

241 gcaacagaacatctgcctttttttgatattgggaattacattcccgtagggccttgagat 300 
IIIIIIIIMMIIIIMIMIIIIMIMMMIIIIIIIIIIMMMIIMIIIIII 

247 GCAACAGAACATCTGCCTTTTTTTGATATTGGGAATTACATTCCCGTAGGGCCTTGAGAT 188 



301 



ggctgtatagtatacattacatgagaaaagtgc 333 

IIMtltlMIIMIIIIIIMMI II ee 

187 GGCTGT AT AGT AT AC AT T AC ATG AG AAAAGTGC 155 



